PRESSHFE/FRES MR

w & AR g 7 OTAR

" @ 5B B & Nk

HESFH: 1978F8H HR R HRRA

Tl BIHRE BB #§: yinpeiyuan@dmu.edu.cn

SIh5): WEIAREESHD
BEAFUMETIESHIE OB WHumtiESHn

2009.10-2012.12 R ER R RE RS AT ENIEAR R

2012.12-2018.03 PERIFE R CECEAIERRAT Bl R

2018.03-2018.11 KIEEMKZMBE—ER AR R
2018.11-F&% REERKZMES—ER AREA

FRETSFHER

FEErREET S SIRRRIEEREZERS
hEEMIRREEET SV ERSEERSS ST ELERS
Frontiers in Endocrinology Z%& (Cancer Endocrinology /51d)
Metabolites Z¥&

FERRLA

1 BT 8IE-RERARIEEFRATTZRFA
2 R EF R ELHARHIRARFEIN A
3 FHIEEREmAICEI R TS



FERRRR

EEPREAT_EAR SCIHITRYE 80 R, B5|REUEE 5000 %, H 5441,
ERBERAPEH 10 RN (FNEF 7)), 258ETE 3 8. FEOITULF
SHERARRIFER (2020 FE)

FEFAICE

HAFIiE3

1.Yin P, Lehmann R, Xu G*. Effects of pre-analytical processes on blood samples used in
metabolomics studies. Anal Bioanal Chem. (2015);407(17):4879-92.

2.Yin P, Xu G*. Current state-of-the-art of nontargeted metabolomics based on liquid
chromatography-mass spectrometry with special emphasis in clinical applications. J
Chromatogr A. (2014);1374:1-13.

3.Yin P., Peter A, Franken H., Zhao X., Neukamm S. S., Rosenbaum L., Lucio M., Zell A,
Haring H. U, Xu G*, Lehmann R*. (2013) Preanalytical aspects and sample quality
assessment in metabolomics studies of human blood. Clin. Chem. 59, 833-845.

4Yin P, Xu G*. (2013) Metabolomics for tumor marker discovery and identification based
on chromatography-mass spectrometry. Expert Rev Mol Diagn. 13(4):339-48.

5Tan Y. Yin P, Tang L., Xing W., Huang Q., Cao D., Zhao X., Wang W., Lu X., Xu Z. Wang
H*, Xu G*.(2012) Metabolomics study of stepwise hepatocarcinogenesis from the model
rats to patients: potential biomarkers effective for small hepatocellular carcinoma
diagnosis. Molecular & Cellular Proteomics 11, M111. 010694.

6.Yin P, Zhao X, Li Q Wang J, Li J, Xu G.* Metabonomics study of intestinal fistulas based
on ultraperformance liquid chromatography coupled to Q-TOF Mass spectrometry
(UPLC/Q-TOF MS) J Proteome Res., 2006, 5, 2135-2143.

7.Yin P, Wan D; Zhao C,; Chen J,; Zhao X,; Wang W.; Lu X, Yang S.; Gu J,; Xu G.*, A
metabonomic study of hepatitis B-induced liver cirrhosis and hepatocellular carcinoma by
using RP-LC and HILIC coupled with mass spectrometry. Mol Biosyst, 2009 5(8):868-76.
8.Yin P, Mohemaiti P, Chen J, Zhao X, Lu X, Yimiti A, Upur H, Xu G*. Serum metabolic
profiling of abnormal savda by liquid chromatography/mass spectrometry. J Chromatogr
B Analyt Technol Biomed Life Sci. (2008) Aug 15;871(2):322-7.

9.Yao Z, Yin P, Su D, Peng Z, Zhou L., Ma L., Guo W., Ma L., Xu G*., Shi J*. Jiao B*. (2011)
Serum metabolic profiling and features of papillary thyroid carcinoma and nodular goiter.
Molecular BioSystems 7, 2608-2614.

10. Zeng J, Yin P, Tan Y, Dong L, Hu C, Huang Q, Lu X, Wang H* Xu G*. Metabolomics
Study of Hepatocellular Carcinoma: Discovery and Validation of Serum Potential
Biomarkers by Using Capillary Electrophoresis-Mass Spectrometry. J Proteome Res. (2014)
Jun 2. PMID: 24853826.



11. Lin X*, Wang Q,, Yin P.*, Tang L., Tan Y., Li H., Yan K, Xu G. (2011) A method for
handling metabonomics data from liquid chromatography/mass spectrometry:
combinational use of support vector machine recursive feature elimination, genetic
algorithm and random forest for feature selection. Metabolomics 7, 549-558. (i&ifl)
12.Zeng J, Huang X, Zhou L, Tan Y, Hu C, Wang X, Niu J, Wang H, Lin X, Yin P*.
Metabolomics Identifies Biomarker Pattern for Early Diagnosis of Hepatocellular
Carcinoma: from Diethylnitrosamine Treated Rats to Patients. Sci Rep. (2015);5:16101.
13.Huang X, Zeng J, Zhou L, Hu C, Yin P*, Lin X*. A New Strategy for Analyzing Time-Series
Data Using Dynamic Networks: Identifying Prospective Biomarkers of Hepatocellular
Carcinoma. Sci Rep. (2016) Aug 31;6:32448.

14.Zhou L, Yin P* Luo P, Tang L, Wang Z, Gao P, Piao H, Lu X, Xu G. High-throughput
metabolic profiling based on small amount of hepatic cells. Electrophoresis. 2017 09;38
(18): 2296-2303. (EINEH)

15.Luo P, Yin P, Hua R, Tan Y, Li Z, Qiu G, Yin Z, Xie X, Wang X, Chen W, Zhou L, Wang X, Li
Y, Chen H, Gao L, Lu X, Wu T, Wang H, Niu J, Xu G. A Large-scale, multicenter serum
metabolite biomarker identification study for the early detection of hepatocellular
carcinoma. Hepatology (2018) Jun 67(2):662-765. (H55—{E&)

16.0uyang Y, Tong H, Luo P, Kong H, Xu Z, Yin P* Xu G*. A high throughput
metabolomics method and its application in female serum samples in a normal menstrual
cycle based on liquid chromatography-mass spectrometry. Talanta. (2018) Aug
1;185:483-490. (@EITVEE)

17.Su B, Luo P, Yang Z, Yu P, Li Z, Yin P*, Zhou L, Fan J* Huang X, Lin X*, Qiao Y, Xu G. A
novel analysis method for biomarker identification based on horizontal relationship:
identifying potential biomarkers from large-scale hepatocellular carcinoma metabolomics
data. Anal Bioanal Chem, 2019 Sep; 411(24):6377-6386.(G&1f )

18.Zhu B#, Yin P#, Ma Z#, Ma Y, Zhang H, Kong H, Zhu Y*. Characteristics of bile acids
metabolism profile in the second and third trimesters of normal pregnancy. Metabolism.
2019 Jun; 95:77-83.(F5IE—{EH)

19.Dai W, Lou N, Xie D, Hu Z, Song H, Lu M, Shang D, Wu W, Peng J, Yin P*, Lin Z*.
N-Ethyl-2-Pyrrolidinone-Substituted Flavan-3-Ols with Anti-inflammatory Activity in
Lipopolysaccharide-Stimulated Macrophages Are Storage-Related Marker Compounds
for Green Tea. J Agric Food Chem. (2020);68(43):12164-12172.(EIFAEE)

20.Deng D, Pan C, Wu Z, Sun'Y, Liu C, Xiang H, Yin P, Shang D An Integrated Metabolomic
Study of Osteoporosis: Discovery and Quantification of Hyocholic Acids as Candidate
Markers. Front Pharmacol. 2021 Aug 6;12:725341. (BH{EE)

21.LiuC LiR, LiuY, LiZ SunY, Yin P, Huang R. Characteristics of Blood Metabolic Profile in
Coronary Heart Disease, Dilated Cardiomyopathy and Valvular Heart Disease Induced
Heart Failure. Front Cardiovasc Med. 2021 Jan 20;7:622236. Front Cardiovasc Med. 2021
Jan 20,7:622236. (@Bif/EE)



ieE

1.Yin P., Xu G. (2012) Metabonomics of Hepatocellular Carcinoma. Primary Liver Cancer,
pp. 155-177, Springer.

2FATNIR, 8 12 E APEFEEFRFHRFINA, £ (KEEF
Z) , Bl=WHhrtt, 2008, Jtm, P313-325,

3.Yin P, Zhou L, Zhao X, Xu G. ( 2015), Sample collection and preparation of biofluids and

7IiEENA) (FERE &

extracts for liquid chromatography-mass spectrometry. Methods in Molecular Biology:
Metabonomics, Volume 1277, pp 51-59.

FEEHRE

1 INEEIRFRXE RS RS TirSYRIE RN AR, (ERESHAITRIIRE,
2016YFC1303101, 2016-2020), {FEH=

2. EEMRRPRBINGER BN ITIENFT AL FTRARRERES, HES
21435006, 2015-2019), &0

SMNATFIRANKBEZKAALE (TTFEERAKITL, 2018225054,
2018-2020) *§F

4 BEF ot -RENEBEMEASES A ENHR (EREARSEES,
21205114, 2013-2015), MBK=

5. @B MIFREXFERERBHIRSFERNNMUBELHR (ERERERER
2012ZX10002-011, 2012-2015), WHREF, FAWB

6. m S XREXFEAEZANNFHFTMABDIESHR (BERREXER,
2008ZX10002-019, 2008-2010), &0

1RFEEEENHYIN LC-MS o1 (BExRBARZEEE B LES #UES 21175132,
2012-2015)

8. EEIEAEREERNSBAFFEEBUFREENINEINESEREINERIE (E
REARFES ER&ERE, #ES: GZ753, 2012-2015)

9 FRIRKIRIARR S ZZEL T B REARY AR BB R RIS 2R FFERAR, (R
=, B ERREE AT SEES SN, 2018YFE0195200,) 2020-01 & 2022-12,
300 AT, &, &5



